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stylifera	and	Acartia	clausi.	A	set	of	five	species-specific	primers	were	designed	and	combined	in	a	single	multiplex	PCR	system,	which	allowed	a	time	and	cost	effective	screening	of	the	samples.	The	method	detected	as	little	as	0.09	ng/μL	of	copepod	DNA	without	cross-reactions	with	
Sardina	pilchardus	DNA.		
